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Lysine biosynthetic pathway in a Streptomyces strain producing polylysine

Hamano, Yoshimitsu
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€ -Poly-L-lysine (¢ -PL), consisting of 25-35 L-lysine residues, is produced by
Streptomyces albulus NBRC14147. Since € -PL is produced as a secondary metabolite, high transcript levels
of the € -PL synthetic gene are observed during late-growth phase. Interestingly, however, the transcript
level of the aspartokinase gene (ask gene) was low in the late-growth phase, although aspartokinase is a
rate-limiting enzyme in the L-lysine biosynthetic pathway (DAP pathway). A draft-genome sequencing of S.
albulus NBRC14147 revealed that this strain has isozyme genes involved in the DAP pathway. In addition,
RT-PCR analysis demonstrated the growth-phase dependent operation of the isozyme genes.
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