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Functional analysis of the endogenous RNA virus elements in mosquito genomes by
gene targeting
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In this study, we investigated the structure and function of the endogenous
rhabdoviral nucleoprotein element (ERNE) in the mosquito genomes.
Several laboratory strains of Culex quinquefasciatus, Culex pipiens pallens and Culex pipiens form
molestus had ERNEs in their genomes. However, the gene structure and sequence of the ERNE varied
depending on the strain or individual of the Culex mosquitoes. Transcrigtion analysis showed that, in a
mosquito strain, the antisense RNAs of the ERNE were transcribed more abundantly than the sense strand

RNAs.
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Primer set (Tolmer et al., 1994)
TCOI490 5-GGTCAACAAATCATAAAGATATTGG- 3
HCO2198 S“TAAACTTCAGGGTGACCAAAAAATCA- 3'
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Primer set 1 (345bp]
Qn662F 5~ ttgotectpcatacgaYatett -3’
qnmO4SR 5 pagecatcegategtateSacRaa -3’
Primmer set 2 (380bp)

qu2740F 5~ CTGGACGTCGCCATCTGTTACCTT -3'
gn3120R 5= TGOAGCAGCAAGAGCGGCATACG -3¢
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