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Trial of severe pneumonia treatment by unraveling novel infection route of
highly pathogenic avian influenza virus
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Outbreak of influenza virus poses serious threats to public health
worldwide. In recent years, highly pathogenic avian influenza A virus H5N1 has caused fatal human
infection in Asia and many other countries, increasing fears of human pandemic. However, it remains
to be elucidated how avian viruses acquire the ability to infect humans. Hemagglutinin (HA) is
responsible for the binding of virus to cell surface and the subsequent fusion event. In contrast to

low pathogenic viruses, highly pathogenic ones contain multiple basic amino acids at cleavage site
of HA protein. We found that this unique motif might contribute to human infection with highly
pathogenic H5N1 virus because the cluster of basic amino acid such as TAT peptide and poly-arginine
functions as cell ﬁenetrating peptide. Our findings suggest that the unique motif at HA cleavage
site of highly pathogenic H5N1 virus has the potential to enter cells via binding to some protein on
plasma membrane.
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