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Essential trial to achieve blood RNA diagnosis based on gene expression profiles
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Now, the RNA diagnosis requires standardization of procedure for making
reproducible samples.In blood, we may find huge information concern to physiological conditions of organ
and tissue, in addition to function of RNAs. These technologies can be achieved owing to next-generation
DNA sequencer. To support those technologies, we studied the evaluation procedures for quality of

prepared RNA and for identification of original organ in blood RNA.
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