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Genetic screening of Japanese macagque aiming at discovery of primate models for
psychiatric disorders
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Recent genomic studies of psychiatric disorders have identified rare copy number
variants (CNVs) with large effect size. In order to discover primate model for psychiatric disorders, we
have performed genome-wide CNV screening in Japanese macaque. As a result, we detected CNVs overlapping
neurodevelopmental genes including GRM5, NGF, BDNF, and ADORA2A. In particular, a duplication of ADORA2A

region was previously implicated in psychiatric and neurodevelopmental disorders. Abnormal behaviors were
not identified in one Japanese macaque with ADORA2A duplication, and a detailed phenotype analysis will

be necessary in the future. In conclusion, we discovered candidates of primate model for psychiatric
disorders, confirming the usefulness of CNV analyses for Japanese macaque.
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chr14:86883573-91224608 4.3Mb
GRM5, TYR, NOX4, FOLH1, TRIM64, TRIM51,
TRIMA9B, TRIM64C, TRIMA9L1, NAALADZ,
CHORDC1, CDHZ3
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