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Transcriptome analysis of leukocytes from sarcoma patients for helpful biomarkers

SAITO, Toshiyuki
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To obtain novel biomarkers helpful for diagnosis of sarcomas or musculoskeletal
tumors, leukocytes from 6 cases and 4 controls were subjected to a high accuracy large-scale gene
expression analysis of 8,919 mRNAs revealed difference of transcriptome between the cases and controls.
It is suggested that studies focusing on differentially-expressed transcripts might discriminate cases
from controls with high accuracy in the future.



1000

Imai R. et al. Lancet
Oncol ., 7:1034-1035, 2006., Imai R. et al.
Int. J. Raiat. Oncol. Biol. Phys.,
77:1470-1476, 2010.

FNERTRRELEERDOEETF O

—|+ ll‘tﬁ 1418

(\ AN TEER LR
Iy
[ =

1000

Al I TBM NR-SURT L) gop |
| m e esacmmm)

nnnnn

ol

2'-5' oligoadenylate synthetase 1G; Oaslg

+
3
10ml
RNA
DNA
CcDNA-AFLP
256
PCR

10ml
RNA



4 4
RNA CDNA-AFLP

8919
MRNA

100

H1. FREREELREABEDEGFRERLE

Colorkey

—— [ g
A dhAlA ﬁ:;ﬂ‘\‘ 10wl

Al A ATk A

cat

cit

cyt

os11

0521

HESEWCOVT. ABRHEFYEICHTIEADEOLEE2THHIEL, E—FTyTIRRLE

M2 HREEBELEENREOEGCTFRRLR

Calor Ky

BETEYISOVLT, HEHTHESHT2EAOEOLEETHEEL, E—FTvTRRLE

1

Katsumi Sakata, Hajime Ohyanagi, Shinji
Sato, Hiroya Nobori, Akiko Hayashi,
Hideshi Ishii, Carsten O. Daub, Jun Kawai,
Harukazu Suzuki & Toshiyuki Saito.
System-wide analysis of the
transcriptional network  of human
myelomonocytic leukemia cells predicts
attractor structure and
phorbol-ester-induced differentiation
and dedifferentiation transitions.
Scientific Reports 5, Article number: 8283
doi:10.1038/srep08283, 2015.

37



2014

@
SAITO, Toshiyuki
90205667
@
KOBASHI, Gen

60270782



