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In this study, we tried to apply the Genome Editing method on the basis of the
spacer sequence information of CRISPR. The Cas9 / CRISPR system of the group A streptococci (GAS) with
various spacer sequences of the chromosomal DNA were constructed, and chromosomal fragments with
homologous sequence were also introduced in another compatible plasmid. CRISPR/Cas system could clearly
inhibit the growth of E. coli strain with matched pair of spacer sequence and the chromosomal fragment.
However, the TALEN system and ZFN system could not inhibit the growth of E. coli completely. We also
construct the CIRPSR/Cas9 expression plasmid for GAS. The growth of bacteria is completely inhibited by
introducing the plasmid with spacer sequence of the homologous sequence of the its chromosome. These
observations indicated that the CIRPSR/Cas9 system can be used not only for the destruction of foreign
DNA but also its chromosome.
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