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Genome-wide association study identifies novel temporomandibular joint
osteoarthritis susceptibility loci

Yamaguchi, Tetsutaro
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We have conducted the first GWAS to identify susceptibility genes underlying
degenerative bony changes of the TMJ that were diagnosed by examination of a panoramic radiograph and/or
MRI and/or CT images. As a result, 41 SNPs located in 22 independent loci showing association signals
with degenerative bony changes of the TMJ. Our data may be useful for a future meta-analysis of
GWAS data sets.
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