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Untangling species-environment interactions using metabolic networks: theory and
its applications

Takemoto, Kazuhiro

16,200,000

Species-environment interactions are important in environmental and medical
sciences; however, previous methods for estimating the interactions have several limitations. Thus,
I focused on the importance of metabolite interactions in microbial ecosystems, and proposed a novel

method based on metabolic networks. The proposed method is useful for understating ecosystems at
the molecular level. A number of interesting findings were obtained from the applications of the
proposed method. These results promise to advance medical diagnosis and environment assessment based
on genome information.
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lMIPMET: Microbial Physiology and Metabolism Database

MIPMET is a database on Microbial Physiology and METabolism. The data is useful for studies on microbe-environment interactions from
2 metabolic network perspective. Currentl, the data on physiology and metabolism for 1859 organisms are available. The data on
metabolic networks for 1239 (67%) organisms (including 95 archaea, 1057 bacteria, and 87 eukaryotes) are available in the KEGG
(Kyoto Encyclopedia of Genes and Genomes) database.
KEGG IDs for organisms you focus on

Search with species names (e.g., Escherichia coll; Thermotoga)

eco; bsu; tma; tko; hia

Consider all organisms In the dataset (the above query is ignored)

Domain: ) Archaea ) Bacteia (] Eukaryotes
Habitat B

Biotic B

Trophic B

Oxygen Requirement

Temperture tooc " Optimal

Aciity (mainly for Archaea) Beri-  w Optimal
Satinity (mainly for Archaca) Bt N opmal
Multicellutarity (mainy for Eukaryotes)

Download the query result in CSV format.
RESET

Contact:
Kazuhiro Takemoto (takemoto[at]kyutech.ac.jp)

3: MIcrobial Physiology and METabolism
(MIPMET) Database
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