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Development of the strategy for creating stabilized GPCR variants for
large-scale preparation
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The aim of this project is to develop the strategy for stabilization of
unstable G-protein coupled receptors (GPCRs) for large-scale preparation. We tried to establish the
screening system of stabilized GPCRs using the signal transduction system in S. cerevisiae. We also
established the rapid screening system in 96-well plate format. Using this system, stabilized
variants of GPCR_A, whose structure has not solved, were successfully selected. Then we established
the large-scale expression strategy in S. cerevisiae. The stabilized variants of GPCR_A were
purified in milligram quantities, and the ligand-receptor interactions were biophysically examined.
We also tried crystallization of the purified GPCR_A for determination of its structure.
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