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Analysis of leukemogenic mechanisms by deregulated histone methylation
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I found that overexpression of Fbx110, a histone demethylase, in hematopoietic
stem cells induced leukemia. To elucidate the underlying molecular mechanisms, 1 isolated
Fbx110-overexpressing hematopoietic stem cell and performed RNA-seq analysis. | found the enhanced
expression patterns of neuron specific gene 2 (Nsg2) that is implicated in intracellular transport, and
genes involved in oxidative phosphorylation. In addition, by ChIP analysis, 1 confirmed that these genes
are direct targets of Fbx110. These results provide novel insights into the leukemogenic mechanisms from
the viewpoint of intracellular transport and oxidative phosphorylation.
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