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Paclitaxel resistance-associated proteins in lung cancer cell lines are detected by
proteome analyses

Shimomura, Masanori
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We evaluated the function of paclitaxel resistance-associated proteins detected
by proteome analyses in human lung cancer cell lines. Affinity purification by paclitaxel immobilized
beads revealed several specific bands in paclitaxel resistant cell line; these bands were not revealed in
the other cell lines. We can especially identify a protein, FIGNL1, of these specific proteins. As a
result of knockdown of FIGNL1 expression using siRNA, the resistant cell line had survival rate of only
60% on the low concentration paclitaxel.
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