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Construction of mutation analysis pipelines for identifying novel cancer genes
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To elucidate genomic mutation in cancer, we developed computer pipelines which
analyzed data provided in a next-generation sequencer. For data of whole-exome sequencing and RNA
sequencing, we were able to create the mutation profile list of various cancer tumors and succeeded in
identification of novel cancer genes. For example, our pipeline results showed the identification of the
genes which became the mechanism of leukemic evolution of donor-derived cells after allogeneic stem cell
transplantation.
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