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Structural basis for small RNA functional mechanism in eukaryotes
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Argonaute proteins are widespread in all domains of life from bacteria to
eukaryotes, and are an essential component of the nucleic acid-based silencing systems. Although many
aspects of the structure of Argonaute-nucleic acid complexes have been described in previous crystal
structure studies, the recognition mechanism of the guide and target strands by Argonaute proteins is
still not fully understood. In the present study, we have solved the structure of Argonaute in complex
with guide RNA and target DNA by X-ray crystallography.
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