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Study on role of DNA methylation for plant cell reprogramming by using Arabidopsis
epi-mutants.

Nishimura, Taisuke
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i i By the screening of Arabidopsis epiRILs (epigenetic Recombinant Imbred Lines) in
which genetic sequences are mostly identical, but patterns of DNA methylation are highly variable on

their genome, several lines that exhibit high or low efficiency of shoot regeneration from callus have

been identified. In one of lines with high shoot regeneration efficiency, the phenotypes inherit stably
with a dominant manner, and would be caused by at least two loci.
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