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Strategic isolation culture of ectosymbiotic methanotroph by engineering innovation
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Shinkaia crosnieri in deep-sea hydrothermal vents in the Okinawa Trough has

ingested epibiotic methanotrophs and thioautotrophs associated with setae in the ventral aspect.
Therefore, we tried to rear S. crosnieri in an aquarium with added methane and succeeded in the rearing
of S. crosnieri, which kept the association with epibiotic methanotrophs, during more than one year. We

tried to isolate the epibiotic methanotrophs associated with S. crosnieri in the methane-added aquarium.
But the epibiotic methanotrophs were not isolated in pure culture.
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