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Biochemical study of the general inhibitor candidates in the gametophytic
self-incompatibility in Prunus.
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To identify the hypothetical general inhibitor (GI) which is suggested to
detoxify S-RNase cytotoxicity in self-incompatibility in Prunus, the biochemical characterization of the
candidate proteins S-locus F-box genes with low allelic polymorphisms 1, 2, 3(SLFL1, SLFL2, SLFL3) was
attempted. In this study, the SCF complex formation with SLFL and the S-RNase-binding capacity of SLFL1,
2 were confirmed. These results supported SLFLs as the strong Gl candidates.
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