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Mechanisms underlying target specificity changes of DNA methyltransferase, and its
application to epigenome breeding
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We obtained basic knowledge that contributes to ‘ epigenome breeding’ wherein we
manipulate bacterial phenotypes using transcriptome-modulation capability of DNA methyltransferases. We
demonstrated that a Type Il DNA methyltranferase in a H.pylori strain contributes to adaptive phenotypes
through gene regulation. Furthermore we found that it is possible to modulate transcriptome of E. coli by
introducing sequence-specific DNA methyltransferase genes to E. coli.
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