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Elucidation of the distribution change of Japanese cedar (Cryptomeria japonica)
since the last glacial period based on the polymorphism of fossil pollen DNA

Hasegawa, Yoichi
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In this study, | tried to collect the fossil pollen grains of Cryptomeria
Japonica from the sediments of the marsh of the Tohoku region, and tried to amplify ancient DNA and
compare the aDNA with DNA of present C. japonica populations. The %enetic diversity of 17 chloroplast
microsatellite markers was high enough to use for DNA analysis of fossil pollen grains. Furthermore, in
two-isolated C. japonica populations adjacent to the marshes of Mt. Hakkoda, I identified the many trunks
reproduced from a same individual by layering using the chloroplast microsatellite markers. However, DNA
amplification was not observed from the sediments collected from the marsh. It was considered necessary
to improve the method for DNA extraction from sediments.
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