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Functional analysis of microRNA in tendon/ligament formation

Ito, Yoshiaki
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We performed tagman array analysis of the cells expressing Mkx, a tendon/ligament
specific transcription factor, using E14.5 Mkx-Venus knock-in embryos. Then, miRNAs expressed in Mkx
positive cells were analyzed the expression in Achilles tendon and skeletal muscle, and we identified 3
miRNAs which showed high expression in Achilles tendon. We developed a miRNA targets screening system
using a reporter library, which inserted a whole cDNA sequence in the 3' UTR of a luciferase gene. Using
this screening system, we identified 3 miRNA targets. We developed the generation of knockout mice using
genome-engineering technique and generated and analyzed the knockout mice in which miRNA is highly
expressed in tendon.
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