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To clarify roles GATA2 plays in the BMMCs, the DNA binding C-finger domain of
GATA2 was genetically disrupted by Cre-LoxP system in BMMCs (G2A CF-BMMCs). We found that deletion of
GATA2 CF results in a loss of mast cell identity of BMMCs, whereas the expression of Macl- and/or
Ly-6C/G-positive cells was significantly increased in G2A CF-BMMCs. Furthermore, GATA2 ablation led to a
significant upregulation of C/EBPa , a key ﬁlayer of myeloid cell differentiation, and forced expression
of C/EBPa in wild-type BMMCs phenocopied the GATA2A CF cells. Our findings suggest that the repression
of Cebpa by GATA2 is essential for maintaining mast cell identity in BMMCs.
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