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Recently, microRNA in situ hybridization using locked nucleic acid probe has been
developed as a new method for detection of microRNA expression on formalin-fixed paraffin-embedded tissue
samples. However, it needed improvement to detect both microRNA expression and histological features
constantly. In this study, we have focused on improving the methods of microRNA in situ hybridization for
detection of microRNA expression on clinical human tissue samples. By applying established ISH, it was
clarified that the localization and morphological and immunohistochemical features of HCC cells with
miR-21 expression as well as clinicopathological significance of miR-21 in HCC. In addition, it was also
indicated that miR-21 expression was more frequently observed in HCCs with CK19 expression which are
associated poor prognosis than usual HCC without CK19 expression.
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