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The role of PE_PGRS62 in autophagosome formation by Mycobacterium tuberculosis
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The localization studies of PE_PGRS62 in M. smegmatis were reported, but its
localization using microscopes is not examined in M. smegmatis and M. tuberculosis. Because over
expression of PE_PGRS62 affects the growth of them. To examine the localization of PE_PGRS62, we created
an M. tuberculosis strain expressing PE_PGRS62 protein using TetR controlled gene expression system, an
episomal pUV15 derivative (HygR). PE_PGRS62 was ta%?ed with a repeat epitope-tags (5% Myc) to give the
enough fluorescent signal with ease. A repeat red-fluorescent protein (3x mCherry) was co-expressed by a
compatible pMv306 derivative (ZeoR) with the episomal plasmid in M. tuberculosis A PE_PGRS62 deletion
mutant, which was removed HygR gene. We observed the surface localization of PE_PGRS62-5x Myc on
3x mCherry-expressed M. tuberculosis. This present study strongly suggests that PE_PGRS62 is surface
exposed in M. tuberculosis and functions as an effector into the extracellular environment.
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