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Polycomb and Trithorax complexes control epigenetic memory of T helper cells
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One-thirds of Japanese suffer from allergies, which are caused by imbalances in
the immune system. We focus on helper T (Th) cells because they are thought to play important roles both
in development of the allergic diseases and host defense against pathogens. Polycomb and Trithorax
proteins regulate Th cell function via binding to specific genes, and we propose that their spatial
interplay is crucial for regulating target gene transcription. In this study, we investigated the roles
of Ezh2, one of the Polycomb group proteins, and demonstrated that it functions to prevent unwanted
immune responses. We also clarified the roles of Menin, one of the Trithorax group proteins, in the
pathogenesis of steroid-resistant asthma. We hope that these findings will be applied to the development

of therapies for allergic disease.
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