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Is anti-HIV immunity from Asia consistent with the ones from Africa, Europe, and
America?
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i ] HLA: Human Leukocyte Antigen, which is a blood type of white blood cells, plays

an important role in HIV viral control. Through our Thai cohort study, Contribution of HLA-B*57 alleles

for viral control across ethnics and viral subtypes, HLA-B*35:05, which is unique allele among i
south-east population, was also detected as protective allele, however HLA-B*58:01 was not protective,
inconsistent with African and Caucasian population, and

Natural killer cell receptor KIR: Killer
Immunoglobulin-like Receptor, which is a receptor of HLA-viral peptide complex, also effected on clinical

outcome, with susceptible effect of KIR2DL3 on clinical outcomes, were identified.

HIV HLA KIR
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Supplemental Table 1. F requency distribution of KIRs and their
corresponding HLA allele ligands in the study population of 209 HIV
CRFO01_AE infected patients and 104 exposed seronegatives.

Infected ESN
n=209 n=104 P
Num. (%) Num.(%) OR (95%Cl) (Fisher)

KIR2DL1+ 205(%8) 99(95) 26(0.7-99) 0.16
KIR2DL2+ 78(37) 42(40) 0.9(0.514) 082
KIR2DL3+ 204(%) 92(88) S5.3(1.8-16) 0.002
KIR2DS1+ S0(43) 47(45) 0.9(0.615) 0.81
KIR2DS2+ 80(38) 41(39) 1.0(0.615) 0.50
KIR3DL1+ 203(97) 98(94) 0.8(0.514) 0.2
KIR3DS1+ 78(37) 42(40) 0.9(0.514) 0.62
HLAC1+ 205(98) 102(98) 1.0(0.2-56) 1
HLA-C1+KIR2DL2+ 77(38) 41(40) 0.8(0.615) 07
HLAC1+KIR2DL3+ 200(%8) 91(89) 4.8(16-14) 0.004
HLA-C1+KIR2DS2+ 79(39) 40(39) 1.0(0.6-16) 1
HLAC2+ 45(2) 30(29) 0.7(0.412) 0.16
HLAC2+KIR2DL1+ 45(100) 28(93) - 0.16
HLAC2+KIR2DS1+ 17(38) 11(37) 1.0(0.427) 1
HLA-B*46:01+ 61(29) 33(32) 0.9(0.515) 07
HLA-B*46:01+KIR2DL2+ 23(38) 186(47) 0.7(0.3-18) 0.38
HLA-B*46:01+KIR2DL3+ 60(%8) 30(88) 8.0(09-75) 0.0
HLA-B*46:01+KIR2DS 2+ 25(41) 16(47) 0.8(0.3-1.8) 0.67
HLAC1C1+ 164(78) 74(71) 1.5(0.8-25) 0.16
HLA-C1/C1+KIR2DL2+ 61(37) 32(43) 0.8(0.414) 0.39
HLA-C1/C1+KIR2DL3+ 161(%8) 68(92) 8.7(23-32) <0.001
HLA-C1/C1+KIR2DS2+ 63(38) 31(42) 1.2(0.7-21) 0S
HLAC2IC2+ 4(1.9) 2(1.9) 1.0(0.255) 1
HLA-C2/C2+KIR2DL1+ 4(100) 1(50) - 0.33
HLA-C2/C2+KIR2DS1+ 2(50) 1(50) 1.0 (0.03-30) 1
HLA-B*46:01/8*46:01+ 7(33) 4(3.8) 08(0.2-30) 0.76
HLA-B*46:01/8*45:01+KIR2D L2+ 2(2) 2(50) 0.4(0.03-52) 0.58
HLA-B*46:01/8*46:01+KIR2DL3+ 7(100) 3(7S) - 0.36
HLA-B*46:01/8*45:01+KIR2DS2+ 25(41) 16(47) 0.4(0.03-52) 0.58
HLA-Bvad+ 135(85) 72(69) 0.8(0.51.3) 0.45
HLA-Bwa+KIR3DL1+ 133(99) 68(94) 3.9(07-2) 0.1
HLA-Bv+KIR3DS1+ 50(37) 30(42) 0.8(0.515) 0.5
HLA-Bw 801+ 81(38) 43(41) 0.9(0614) 0.7m
HLA-Bw 801+KIR3DL1+ 81(100) 40(93) - 0.040
HLA-Bva 801+KIR3DS 1+ 26(32) 18(37) 08(0.417) 0.69

ESN: Exposed seronegative. OR: Odds ratio
(F 1 JRYE 209 4 & HIV iRk IFRYE
104 4 T KIR J OVHLA-KIR #HFEE %7 7,)
(Mori M, et al, AIDS 2015)

Table 2. Eifect of killer immunoglobulin-like receptor—human
leukocyte antigen receptor-ligand combinations on viral load.

Viral load (log copies/ml) (Median (IQR)
(Number)

KIR+ KIR— P (U-test)

HLA-C1+4 n=205
KIR2DL2 4.8 (4.2-5.2) (77) 4.7 (4.2-5.2) (128) 0.74
KIR2DL3 4.8 (4.2-5.2)(200) 4.2 (4.2-4.3)(5) 0.033
KIR2DS2 4.7 (4.2-5.2) (79) 4.7 (4.2-5.2) (126) 0.75
HLA-C2+4 n=45
KIR2DLT 4.3 (3.9-4.8) (45) - -
4.5 (4.1-4.9) (28) 0.14

KIR2DS1 4.2 3.7-4.8) (17)
HLA-B*46:01+ n=61

KIR2DL2 5.0 (4.5-5.4) (23) 4.6 (4.0-4.9) (38) 0.017

KIR2ZDL3 4.7 (4.2-5.1) (60) 4.4 (4.4-4.4) (1) 0.50

KIR2DS2 4.8 (4.4-5.4) (25) 4.6 (4.1-5.0) (36) 0.13
HLA-Bw4+ n=135

KIR3DL1 4.7 (4.2-5.2)(133) 4.4 (4.0-4.8) (2) 0.68

KIR3DST 4.5 (4.1-5.1) (50) 4.8 (4.4-5.2) (85) 0.23
HLA-Bw4 8014+ n =81

KIR3DL1 4.5 (4.1-5.2) (81) - -

KIR3DS1 4.4 (4.2-4.9) (26) 4.6 (4.1-5.2) (55) 0.47
HLA-C1/C1+4 n=164

KIR2DL2 4.9 (4.4-5.3) (61) 4.7 (43-5.2)(103)  0.48

KIR2DL3 4.8 (4.3-5.3) (161) 4.2 (3.8-4.3) (3) 0.049

KIR2DS2 4.8 (4.4-5.2) (63) 4.8 (43-5.2)(101)  0.92
HLA-C2/C2+ n=4

KIRZDL1 3.9 (3.7-4.0) (4) - -

KIR2DS1 3.7 (3.6-3.9) (2) 3.9 (3.8-3.9)(2) 1
HLA-B*46:01/8%46:014+ n=7

KIR2DL2 6.1 (6.0-6.1) (2) 4.6 (42-4.7)(5) 0.053

KIRZDL3 4.7 (4.4-5.4) (7) - -

KIR2DS2 6.1 (6.0-6.1) (2) 4.6 (42-4.7)(5) 0.053

HLA, human leukocyte antigen; IQR, interquartile range; KIR, killer
immunoglobulin-like receptor.
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Figure. Kaplan-Meier curves showing the difference in
ART-free rate between subjects with and without
HLA-C*16-KIR2DL3 association.
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aHR (95% Cl) _p

HLA-C*03+KIR2DL3+ 1.3 (0.6-2.7) 0.54
HLA-C*07+KIR2DL3+ 0.8 (0.4-1.3) 0.34
HLA-C*08+KIR2DL3+ 1.05(0.5-2.2) 0.90
HLA-C*12+KIR2DL3+ 0.6 (0.2-2.6) 0.52
HLA-C*16+KIR2DL3+ 2.5 (1.2-5.1) 0.013

(& 3. L~ EBMITFEREZRT,
HLA-C*16-KIR2DL3 %3, KIR2DL3 % 78k L1525
o> HLA-C allele (ZHHSE LA B B HIHT HIV
EBANELOTEERT, )

Viral load (med. (IQR) log copies/ml) (num.)
KIR- KIR+ p

KIR2DL1 49(4.7-5.3) (4) 46 (3.850)(323)  0.16
KIR2DL2 46(3.8-5.0)(95)4.6 (3.9-5.1) (232) 093
KIR2DL3 4.3 (3.8-4.8) (69) 4.6 (3.8-5.1) (258)  0.021
KIR2DL4 4.6(4.6-4.7) (2) 4.6 (3.85.0)(325)  0.86
KIR2DL5  4.6(3.8-52) (104)4.5(3.85.0)(223)  0.31
KIR2DS1 4.6 (3.8-51) (274) 4.5(3.8-50)(53)  0.35
KIR2DS2  4.6(3.8-5.0) (125)4.6 (3.9-5.0) (202)  0.91
KIR2DS3  4.5(3.8-50) (231) 4.6(3.8-5.1)(96) 089

KIR2DS4*001 4.5 (3.8-5.0) (178) 4.6 (3.9-5.0) (149)  0.48

KIR2DS5 4.6 (3.8-5.1) (162) 4.5 (3.8-5.0) (165) 022
KIR3DL1 4.5(3.1-4.8) (5) 4.6 (3.8-5.0) (322) 0.49
KIR3DL2 4.6 (3.8-5.0) (327)

KIR3DL3 4.6 (3.8-5.0) (327)

KIR3DS1 4.6 (3.8-5.1) (294) 4.2 (3.6-5.0) (33) 0.21
HLA-C1-comprising allele

HLA-C*03+

KIR2DL2 4.7 (3.9-5.0) (14) 4.4(3.9-4.9) (35) 0.82
KIR2DL3 4.3(4.1-4.9) (16) 4.5(3.9-5.0) (33) 0.77
KIR2DS2 4.7 (3.9-5.0) (17) 4.3 (3.9-4.9) (32) 057
HLA-C*07+

KIR2DL2 42(34-49)(29) 4.6 (3.9-5.0) (86) 0.13
KIR2DL3 45(3.9-47)(22) 4.5(3.6-5.0) (93) 043
KIR2DS2 4.2 (3.6-4.8) (42) 4.6 (3.9-5.0) (73) 0.14
HLA-C*08+

KIR2DL2 4.7 (4.0-5.1) (12) 4.6 (3.9-5.1) (30) 0.64
KIR2DL3 3.9(3.7-4.8) (7) 4.7 (4.0-5.1) (35) 017
KIR2DS2 4.7 (4.0-5.0) (15) 4.6 (3.9-5.1) (27) 0.52
HLA-C*12+

KIR2DL2 3.2(24-3.9)(2) 4.4 (3.0-4.8) (11) 0.49
KIR2DL3 4.8(4.8-48)(2) 42(2.8-46)(11) 0.11
KIR2DS2 26(2.2-3.6) (3) 4.5(3.4-4.8) (10) 0.20
HLA-C*16+

KIR2DL2 4.8(4.1-5.0) (14) 5.0 (4.3-5.3) (15) 0.38
KIR2DL3 3.4(3.3-3.6)(2) 4.9(4.6-5.3)(27) 0.039
KIR2DS2 4.9 (4.2-52) (15) 5.0 (4.0-5.3) (14) 0.60
HLA-C2-comprising allele

HLA-C*02+

KIR2DL1 5.7 (5.7-5.7) (1) 4.7 (4.0-5.1) (68) 0.16
KIR2DS1 48(4.3-52)(60) 4.2(3.9-45)(9) 0.087
HLA-C*04+

KIR2DL1 46 (3.8-5.2) (78) -

KIR2DS1 46(3.9-52)(70) 3.9(3.5-4.7)(8) 0.20
HLA-C*06+

KIR2DL1 46(4.6-4.7)(2) 4.6 (3.8-5.2) (80) 0.88
KIR2DS1 4.6(3.8-5.3) (70) 4.7 (4.3-5.0) (12) 0.80
HLA-C*17+

KIR2DL1 5.1(4.8-5.4) (3) 4.4 (3.8-5.0) (84) 0.13
KIR2DS1 45(3.8-5.0)(72) 4.3(3.6-5.2) (15) 0.99
HLA-C*18+

KIR2DL1 - 4.0 (3.5-4.6) (28)
KIR2DS1 40(36-45)(22) 4.2(29-4.8)(6) 0.98
HLA-Bw4-comprising alleles

HLA-B*44+

KIR3DL1 5.1(5.1-5.1) (1) 4.6 (3.4-5.0) (51) 0.33
KIR3DS1 46 (3.4-5.0) (48) 4.3 (3.5-5.1) (4) 0.78
HLA-B*57+

KIR3DL1 - 3.8 (3.1-4.5) (20)
KIR3DS1 3.8(29-45)(18) 4.1(3.7-4.6) (2) 053
HLA-B*58+

KIR3DL1 46(4.6-4.7)(2) 4.6(3.8-5.1) (93) 0.90
KIR3DS1 46(3.8-5.1) (86) 4.4(3.8-5.0) (9) 0.69

(£ 4. KIR AEIZ X 258G HIV 7 4 LA
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TCOKIR2DL3 HHEICHER Y 4 VA RES
e L7z,)

(LR 6. ROV 3.4 X EEH 4 CROT
2016: Conference on retroviruses and
opportunistic infections £ 9)
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