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MHC class I-related chain B gene polymo[Bhi§m_is associated with virological
response to pegylated interferon plus ribavirin therapy in patients with chronic
hepatitis C infection.
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MHC class I-related chain B (MICB) genotypes and therapeutic response to
pegylated interferon plus ribavirin (PEG-1FN/RBV) therapy was investigated in hepatitis C virus
(HCV)-infected patients. In total, 107 patients with chronic HCV infection (74 with HCV serotype 1 and 33
with serotype 2) were enrolled. Genotyping of MICB single-nucleotide polymorphism (SNP) rs3828913 was
performed using TagMan&reg; SNP genotyping assays. The genotype distribution of the MICB alleles was: CC,
79.4%; CA, 17.8%; and AA, 2.8%. Sustained virological response (SVR) rate of patients with MICB major
gCC) alleles was 62.3% and this rate was significantly higher than that of the patients with MICB minor

CA and AA) alleles (27.2%) (P=0.0068). In addition, in HCV serotype 2 patients, the MICB genotype was
the sole significant factor contributing to SVR (OR, 30.68; P=0.006). In conclusion, the MICB genotype is
a strong predictive factor for virological response to PEG-IFN/RBV therapy in HCV patients.
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table
MICB SNP rs3828913
Variables ce CA AA
HCV serotype 1,1 (%) 59 (79.7) 13 (17.6) 22.7)
HCV serotype 2 .n (%) 26(78.8) 6(18.2) 1(3.0)
Total , n (%) 85(79.4) 19 (17.8) 3(28)
HapMap. % 744 233 23
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table2 SVR
1L-28B
MICB NVR
I1L-28B
Variables OR 95% CI  P-value
Predicting SVR
IL-28B major genotype 7.14 2.19-23.22 0.001
MICB major genotype 447 1.46-13.70 0.009
Lower HCV-RNA 2.39 119478 0.014
Predicting NVR
IL28B minor genotype 5.63 1.94-16.38 0.002
Higher y-GTP levels 1 100-1.01 0.121
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P-value
Factors SVR TVR SVR vs.non-SVR
Patients, n -
Age, years 028
Gender, male/female, n 1
Body mass index, kg/m* 053
HCV-RNA level, log IU/ml 0.26
AST.Un 053
ALT,UA 051
y-GTP. U/l 4 051
Hemoglobin, g/dl 055
Platelets, x10%mm* 040
Total cholesterol, mg/dl 051
0.54
2 052
MICB genotype: major/minor, n 3 0.004°
IL28B genotype: major/minor, n 21/4 1
Fibrosis stage: 1-2/3-4*,n 18/3 083
table 2
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2 SVR
2
MICB
. 95%{5
toxy OHEEE
f&l
=F 1.00 0.85-1.18 0.969
Bit 1.35 0.09-20.62 0.830
IALILRE 0.37 0.06-2.24 0.279
PEG-IFN& 1.03 0.96-1.11 0.382
RBVE 1.00 1.00-1.00 0.481
MICB major type 4462  157-1270.87  0.026
IL28B major type 0.75 0.03-17.84 0.859
RVR 3.03 0.21-44.30 0.418
FFg#E1E(F1-2) 472 0.21-107.05  0.330
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