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Massively-Parallel Seqguencing reveals molecular mechanism of gastric carcinogenesis
after helicobactor pylori eradication
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We performed prospective cohort study designed to assess the utility of DNA
methylation as a predictive marker of metachronous GC risk.We found that methylation of miR-34b/c, SFRP2
and DKK2 in the gastric body mucosa was strongly associated with a risk for metachronous GC, and
miR-34b/c showed the greatest potential to serve as a predictive marker.Furthermore, we found that
miR-34b/c methylation was also associated with metachronous GC risk in patients who underwent successful
H. pylori eradication after treatment of their GC.
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