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Identification of COPD phenotype and speific biomarker using cluster analysis
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In this study, we hypothesized that COPD was divided into several subgroups and
the outcome such as exacerbation was significantly poor in a specific subgroup. To prove this hypothesis,
we performed cluster analysis by complications data such as chronic heart failure, diabetes, chronic
renal failure, and so on. We identified five comorbidity clusters in a data set of COPD patients using
the Viscovery software. We confirmed the difference of the respiratory function and exacerbation
frequency between subgroups. We measured CCL2, CCL3, CCL4, CL5, Eotaxin, IL-8, IP-10, homocysteine and
Eeriostin and tried to detection of specific biomarkers. However, a significant cluster-specific

iomarker could not be identified.
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