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University of British Columbia

We enrolled 20 patients harboring SNCA duplication (Male:Female=8:12)
derived from six Japanese families. We divided them to two groups of symptomatic carriers and
asymptomatic carriers. Genes were analyzed by genechip of Affymetrix and searched all SNPs in exons.

We estimated the region having over 3.0 of LOD score, including 18 novel genes. Eventually, we have

difficulty to detect the precise candidate genes in this study. We have started to analgze data
again adding the 50 samples harboring SNCA duplication, derived from around world, collaborating
with University of British Columbia.
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