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Functional analysis of miR-137, a risk gene for schizophrenia
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A recently completed genome-wide association study (GWAS) showed that
single-nucleotide polymorphisms (SNPs) in the MIR137 gene, which encodes one of the brain-enriched miRNAs
(miR-137), 1is highly associated with schizophrenia. In addition, the GWAS showed that not only miR-137
but also putative target genes of miR-137 (CSMD1, C10orf26, CACNALC and TCF4) have significant
associations with schizophrenia. Further, genes which have been reported to be associated with
schizophrenia are enriched in predicted miR-137 target genes. In this study, we investigated the role of
miR-137 and its target genes during neuronal differentiation. Our results showed that miR-137 expression
increased during neuronal differentiation, but miR-137 does not seem to be involved in it. Further,
miR-137 does not regulate the expression of CSMD1, C10orf26, CACNAIC and TCF4 in neuroblastoma cells and
primary neurons.
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