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HOXB9 EMT

Homeobox B9 expression, associated with poor prognosis, is a potential predictor of
sensitivity to sorafenib in hepatocellular carcinoma.
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Homeobox B9 (HoxB9), a transcriptional factor, regulates developmental processes
and tumor progression and has recently been recognized as one of important transcriptional factors
related to angiogenesis. The purpose of this study is elucidate whether HoxB9 affects tumor angiogenesis
and therapeutic response to Sorafenib in HCC. HoxB9 was highly expressed in 29 of 79 (37%) patients.
HOXB9 induced angiogenesis and tumor proliferation in vitro, which resulted in poor overall survival.
Sorafenib remarkably suppressed tumor proliferation by inhibiting angiogenesis and Raf/ERK pathway in
HOXBQ-overexpressin? cells, and it improved overall survival in HOXB9-overexpressing patients. HOXB9
overexpression in clinical specimens was significantly correlated with increased several angiogenic
factors and Raf/ERK pathway.
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Correlation of relative HoxB9 expression
and angiogenic factors in HCC patients
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mRNA expression of angiogenic factors
in HOXB9-suppressed cell lines using RT-qPCR
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Protein expression of the RAF/MEK/ERK pathway
in HOXB9-suppressed cell lines using Western-Blotting
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Overall survival curve of HCC patients treated with Sorafenib (n = 15)
according to HoxB9 mRNA expression
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mRNA expression of angiogenic factors treated with Sorafenib
in HOXB9-suppressed cell lines using RT-gPCR

relative to shGFP reated with DMSO
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mRNA expression of angiogenic factors treated with Sorafenib
in HOXB9-suppressed cell lines using RT-gPCR

relative to ShGFP reated with DMSO
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The RAF/MEK/ERK pathway in HOXB9-suppressed cell lines
treated with Sorafenib using Western-Blotting
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Homeobox B9 expression, associated
with poor prognosis, is a potential
predictor of sensitivity to sorafenib
in hepatocellular carcinoma.
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