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Biomarkers associated with malignant transformation in grade Il and 111 gliomas
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Grade Il and 111 gliomas are slowly progressing brain cancers, many of which
eventually transform into more aggressive tumors. Grade Il and 111 gliomas comprise three distinct
subtypes characterized by discrete sets of mutations and distinct clinical behaviors. Mutations showed
significant positive and negative correlations and a chronological hierarchy, as inferred from different
allelic burdens among coexisting mutations, suggesting that there is functional interplay between the
mutations that drive clonal selection.
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