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Identification of novel biomarker candidates for immunohistochemical diagnosis of
biliary atresia using a proteomic approach
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Biliary atresia is a rare pediatric liver disease of unknown etiology and
unpredictable outcome, even when there has been timely diagnosis and surgery. Intraoperative
cholangiography is the only reliable method to diagnosis biliary atresia definitely. The aim of this
study was to identify a novel biomarker for diagnosing biliary atresia. Fifty-eight proteins, including
ANXA2 BHMT CTSD and HMGCS2, were only detected in biliary atresia using shotgun proteomic analysis.
Each proteotypic peptide of ANXA2 BHMT CTSD and HMGCS2 was detected at a significantly higher level in
biliary atresia by multiple reaction monitoring. Immunohistochemistry revealed that the expression levels
of ANXA2 BHMT CTSD and HMGCS2 were significantly higher in the liver tissues of patients with biliary
atresia. In conclusion, the detected proteins, including ANXA2 BHMT CTSD and HMGCS2, could be potential
biomarkers for diagnosing biliary atresia.
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