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A novel transcriptional regulator, SptA, globally regulates pathogenic factors in
Staphylococcus aureus
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This research demonstrated that a novel transcriptional factor,
SptA:Staphylococcal pathogenicity-related transcriptional factor A, globally regulate the production of
pathogenicity factors by regressing both of the agr and rnaiii expression in S. aureus. Analysis of
variants with amino acid substitutions in the SIS domain revealed that Thr184 and Glul9l are essential
amino acid residues for the function of SptA, and further investigation suggested that SptA works as a
repressor upon binding with MurNAc-6-phosphate. Furthermore, GFP(Green Fluorescent) variants with
different colors and RCFP(Reef Coral Fluorescent Protein) were improved by amino acid substitutions and a
codon optimization to enhance the fluorescence brightness in S. aureus.
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