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A study on intra-familial transmission of periodontal pathogens and rglationshiﬁ_
with change in children®s oral cavity and change of metabolism by periodontopathic
bacteria
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In order to gain information about the prevalence of periodontopathic bacteria in
children and about transmission of bacteria between family members, we tested 3 children and their family
members for periodontal pathogens at the dental clinic of Showa University. we investigate the
distribution and correlation of periodontopathic bacteria in saliva specimens taken from children and

their mothers by meta 16SrDNA analysis.
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3).  16SrDNA

16S V4 PCR (1st_PCR)
F:ACACTCTTTCCCTACACGACGCTCTT
CCGATCTGTGCCAGCMGCCGCGGTAA
R:GTGACTGGAGTTCAGACGTGTGCTCT
TCCGATCTNNGGACTACHVGGGTWTCT
AAT

PCR (2nd_PCR)
F (T510)
5-AATGATACGGCGACCACCGAGATCTA
CACTATCCTCTACACTCTTTCCCTACAC
GACGCTCTTCCGATCT-3
R (T701)
5-CAAGCAGAAGACGGCATACGAGATC
GAGTAATGTGACTGGAGTTCAGACGTG
TGCTCTTCCGATCT-3’

MiSeq ((llumina )

Miseq1500 V2-300cycle

527K/mm2 PassFilter 95.7% Q30
94.3%
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