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An investigation on the acquisition of normal bacterial flora in neonates
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I investigated the genotypic diversity of Staphylococcus epidermidis
isolated from 3 pairs of neonates and their mothers. Genotyping was performed by MLVA using loci
VNTR1, VNTR2, VNTR3, VNTR4 and VNTR5. Two of the three pairs colonized the same strains of S.
epidermidis respectively. It was suggested that S. epidermidis could transfer from mother to
neonate. Of the 15 strains examined, 3strains were MRSE. Therefore, | investigated staphylococcal
strains isolated from college students of a Japanese community to evaluate the prevalence and
characteristics of methicillin-resistant staphylococci. Of the 146 students examined, 2 (1.4%) and
19 (13.0%) were colonized with methicillin-resistant Staphylococcus aureus (MRSA) and
methicillin-resistant Staphylococcus epidermidis (MRSE), respectively. These observations suggested
that, compared with MRSA strains, MRSE strains were highly disseminated among Japanese college

students.
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