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Immuno-genetic approaches for investigation of pathogenesis of new disease entity
"1gG4-related disease"

Tsuboi, Hiroto
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The gene expressions in LSGs were compared between 1gG4-RD (N=5), SS (N=5), and
HC (N=3) by DNA microarray. Clustering by principal component analysis (PCA), and pairwise comparison
between 19gG4-RD and SS were performed. We conducted validation by gPCR for identified candidate genes
among up-regulated DEGs in 1gG4-RD using RNA isolated from LSGs of 1gG4-RD (N=9), SS (N=10), and HC (N=4)
other than patients examined by DNA microarray. The expression of CCL18 and expressing cells in LSGs were
compared between 1gG4-RD, SS, and HC by immunofluorescence (IF) staining. Gene expression patterns in
19G4-RD, SS, and HC were quite different in PCA. 1321 up-regulated DEGs and 1320 down-re?ulated DEGs in
1gG4-RD compared with SS were identified in pairwise comparison. We validated significantly higher
expression of CCL18 in LSGs of 1gG4-RD than in SS and HC (P<0.05) by gPCR. IF staining clarified that
many CD68 positive macrophages expressed CCL18 in LSGs of 1gG4-RD whereas not in SS and HC.
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