(®)
2013 2015

Development of the spectral analytical algorithm for determination of noninvasive
blood glucose using t mid-infrared spectroscopy
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Determination of blood component (blood test) in clinical laboratory is important
for clinical condition grasp, treatment follow-up and evidence of diagnosis. The current standard methods
need expensive reagents and devices and take measurement time for around several hours from around ten
minutes. Mid-infrared spectroscopy is a simple and reagent-free physicochemical analysis method, and is a
potential alternative to more time-consuming and labor-intensive procedures. In this project, we have
developed of mid-infrared spectroscopy for blood component determination and examined application to
noninvasive testing without drawing blood.
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