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Generation of a_complihensive predictor for neoadjuvant endocrine therapy
responsiveness in breast cancer

Yamamoto-Ibusuki, Mutsuko
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To evaluate the responsiveness for endocrine therapy of breast cancer, we
speculated that there are some systemic variables in intrinsic breast cancer subtype in ER positive
breast tumor and growth factor signaling pathway activation. We indicated a specific pattern of DNA copy
number of tumor consisted with 11 locus was correlated with poor responsiveness to neoadjuvant endocrine
therapy(p:0.034%. And more, among PI3K-signalung pathway, phospho-Akt either showed significant
correlation with poor responsiveness by IHC investigation p=0.005 .
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1p(DOCK?7,JAK1,FOX03),1q(PMF1,HCN
3,TMEM183A,KLHL12),8p12(INTS9,PP
P2R2A,CDC25),8q24(AC0841239,MYC,P
HF20L1,ST3GAL1),11¢q21/23(CCND1,E
MSY,PAK1,C110rf67, ALGB,
AQP11),16p(IGF1R,TTC23),16q(CYB5B,
SNTB2),17q23(PERLD1, STARD2, GRB?7,
ERBB2),20q(UBE2V1, RTEL1)
Locus Copy number
11 1q: FGFR1,
8q: MYC, 11qg: RSF1, 16q: CYB5B, 16p:
IGF1R, 17q: SUPT4H1
1q: PMF1, 16p: POLR3E,
17q: RNF45, 20q: ZNF217, 20q: AURKA
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PI3K-signaling

PTEN, pAkt, p4EBP-1, pS6 MAPK
pMAPK
H-score
Speaman
pAkt
PTEN p
=0.35 pMAPK p =-0.49 ki-67
labeling index p =-0.40
P4EBP-1 pS6 p =0.45
ER p =0.47
13 PR
17 SD PD

Growth factor signaling
PR pAkt SD
median H-score PR 83 vs. SD 35,
p=0.005 PR pMAPK SD
median H-score

PR 30 vs. SD 45, p=0.086
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