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E;gcidation of characteristics regarding a unique methanogenic fermentation of wood
chip
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Methane fermentation is a technique that utilizes the decomposing activity of the
anaerobic microorganisms, which convert the organic matter into a flammable biogas. We attempted to
culture a unique microbial community that produce methane efficiently by decomﬁosing wood chips, it
revealed the study of culture conditions and the bacteria phase structure of the consortia. Also, we had
to clarify the basic knowledge about the function and identification of microbes responsible for the
important decomposition reaction for methane fermentation. Furthermore, we isolated the novel
lignin-degrading basidiomycetes and actinomycetes from wood chip compost. The decomposition processing of
wood lignin by these wood-rotting microbes was expected to contributed the efficiency of methane
fermentation utilizing wood biomass.
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