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Epidemiological study about water borne protozoa in wild deer in Japan

Yamazaki, Akiko
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In this study we examined about water borne protozoa in wild deer in Japan. 251
fecal samples were collected from 9 prefectures and 5 water samples from 5 different areas in 1
prefecture. As a result, we detected Cryptosporidium positive fecal samples from 5 prefectures, those
positive rates were from 2% to 20% for each. Positive rates of male was 8.9%, and that of female was
4.1%. 2 water samples were Cryptosporidium positive among 5 samples. Nucleotide sequencing analysis of
18S ribosomal RNA detected C. ryanae, C. bovis, and C. sp. deer genotype from fecal samples, in other
hand, C. fragile and C. galli were detected from water samples.

In discussion, we detected Cryptosporidum sp. in wild deer and water samples which were collected in
same area but species were genetically different so that wild deer is not a direct source of water
pollution. But those species from deer is predominant for cattle that indicates deer might be a vector of
infectious Cryptosporidium spp. for cattle.
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18S RNA ryanae C. bovis BLAST
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Cryptosporidium sp. deer genotype C.
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