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Regu:ation of celullar differentiation by degradation of core promoter recognition
complex
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Cell differentiation accompanies global gene expression change. Previous studies
revealed that genes to be expressed are determined by transcription factors, but emerging evidences
indicate that the general transcription machinery is also involved in gene expression change.

The general transcription machinery comprises several complexes, among which the promoter recognition
complex TFIID plays a pivotal role in the selection of expressed genes. During the differentiation of
myoblastic cell line and the epithelial-to-mesenchymal transition (EMT) of mammary epithelial cell line,
several components of TFIID were found to be degraded by the ubiquitin-proteasome system. Induction of
EMT caused the increase in an ubiquitin ligase which promoted the degradation of the TFIID component,
leading to the reduction of translation-related gene expression. These results revealed a novel mechanism
of regulation of the general transcription machinery by protein degradation during cell differentiation.
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