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Development of rice mutant collections using lack of DNA repair mechanisms
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DNA double strand breaks (DSBs) by irradiation can be rejoined precisely via the
classical non-homologou end-joining (cNHEJ) pathway which depends on Ku70/Ku80 and DNA ligase 4 (Lig4),
while, imprecise repair often leads to the introduction of mutations including deletion, insertion and
substitution at repair sites.

In this study, we examined in detail the phenotypes of ku70 and ku80 rice mutants in the early growth
and heading stages. Furthermore, we observed that irradiation can lead to the effective gene
modifications and small deletion at DSBs site in ku70 and ku80 rice mutants using targeting induced local
lesions in genomes (TILLING). These results suggest that Ku70 and Ku80 play an important role in cNHEJ
pathway in rice plants, and that the high-efficiency irradiated mutagenesis can be established using Ku70
and KuB80 rice mutants.
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