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The contribution of chromosomal structure and DNA damage to IgH-BCL2 chromosomal
translocation
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Follicular lymphomas are second frequent occurring malignant lymphoma in the
world. More than ninety percent of cases have the same recurrent chromosomal translocation between IgH
and BCL2 loci. To elucidate mechanism of generation of IgH-BCL2 translocation, we used Next generation
sequencing technologies to observe interaction of genome-wide loci and DNA damage throughout the genome.
IgH locus and BCL2 locus were not most frequent interacting loci in the mouse Pro-B cells in which the
translocation is believed to occur. The result suggests the contribution of DNA damage is most important
factor. The cause of DNA damage is remain to be elucidated in future studies.
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