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Functional characterization of DAMs involved in seasonal growth and dormancy
regulation in fruit tree species of Rosaceae

Yamane, Hisayo

31,300,000

DAM

DAM
FLC

The purpose of this study is to characterize the function of DAM, candidate
master regulator of dormancy regulation in Prunus, by transformation studies, QTL analysis, and
expression analysis usin? various fruit tree species belonging to Rosaceae. We demonstrated that
Prunus DAM6 controls chilling requirement for dormancy release and delayed bud break using
transgenic studies. In addition, eQTL of Prunus DAM6 colocalized with QTLs controlling chilling
requirement, heat requirement and bud break date of Prunus mume, suggesting that Prunus DAM6 acts as

a main causal factor controlling dormancy. On the other hand, DAMs in apple appeared not to have
crucial roles in the regulation of chilling requirement. Alternatively, we identified putative
candidates of master regulators for dormancy release in apple, such as FLC. Collectively, our study
provided important knowledge about the role of DAM and molecular regulation of dormancy in fruit
tree species in Rosaceae.
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