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Development of machine learning algorithms based on discrete convex analysis

Kawahara, Yoshinobu
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In this study, we developed several machine learning algorithms based on
discrete convexity such as submodularity. In particular, we developed efficient learning algorithm
with structured sparsitg, which is formulated with continuous relaxations of submodular functions.
We applied those to problems in several engineering fields, and confirmed the proposed methods
effectiveness in those problems.
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