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Elucidating the mechanisms of colorectal cancer metastasis using mouse models
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We identified HNRNPLL, an RNA binding protein, as a novel suppressor of
colorectal cancer metastasis through a functional screen in mice. Reduced expression of HNRNPLL in
colorectal cancer cells conferred increased their invasion ability in vitro and metastatic ability
in vivo. HNRNPLL was shown to suppress invasion of colorectal cancer cells at least partly via
controlling the alternative splicing of CD44 pre-mRNA. HNRNPLL expression was downregulated during
epithelial-mesenchymal transition (EMT) of colorectal cancer cells, and immunohistochemical analysis

of colorectal cancer clinical samples further suggested the link between the HNRNPLL level and EMT.
HNRNPLL was also shown to stabilize mRNAs encoding the DNA replication factors, and to enhance
proliferation of colorectal cancer cells.
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