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This study aimed to reveal the tumor-suppressive mechanisms by PRPF19 siRNA.

PRPF19 siRNA induced p53-dependent senescence-like cell cycle arrest in normal fibroblasts.
However, DNA damage response kinases, ATR and ATM, are insufficient in p53 accumulation by PRPF19
SiRNA in spite of accumulated DNA damage. On the other hand, PRPF19 siRNA induced mitotic cell death

in cancer cells and pancreatic cancer cell lines are especially more sensitive to a low
concentration of siRNA. Importantly, it is suggested that splicing deregulation by PRPF19 siRNA
triggers tumor suppression because PRPF19 siRNA generated more intron-retaining products in cancer
cells than normal cells. Moreover, PRPF19 siRNA suppressed tumor growth in a xenograft mouse model,
indicating that PRPF19 is a potent molecular target for anti-cancer therapeutics.
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