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The analysis of systematic gene regulation in skeletal muscle differentiation
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The human body comprises circa 37 trillion cells of more than 200 types.
These cells acquire individual functions through selective expression of genes and become part of
particular tissues. The Human Genome Project ushered in methodologies toward the determination of
the entire sequences on the genome and the analysis of the complete set of genes. However, the
knowledge of every cell type and the exact number of genes and their positions on the genome still
eludes us. To address the regulatory system to commit cell fate on chromatin, we here demonstrated
to identify histone variants as the context of chromatin comprehensively. We identified 14 novel
histone H3 genes and a couple of H3 genes are specifically expressed in skeletal stem/progenitor
cells. KO experiments showed the requirements of each histone H3 variants for mKogenesis and it"s
function on chromatin was evaluated by a set of epigenome profiling. The data showed that each
histone variants was required for myogenesis.
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