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Comprehensive research on Takakia and Haplomitrium based on genomic information

Shimamura, Masaki
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Comprehensive studies based on genome information of Takakia and
Haplomitrium were conducted. Complete sequence of chloroplast genome of T. lepidozioides was
annotated and submitted to the database with accession number NC_028738.1. DNA barcoding and
phylogenetic analysis of isolated fungi hyphae in mucilage hairs of Takakia lepidozioide indicated
that the fungi forming the labyrinthine structure are closely related to Helotiales species isolated
from the roots of the Ericaceae species. Although Haplomitrium mnioides has a relatively large
genome size (ca. 4.4Gb), it shows relative simplicity of genetic networks, like a model liverwort
Marchantia polymoprpha.
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